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Abstract : AVF stenosis is closely associated with vascular remodeling driven by post-transcriptional regulation.
High—-throughput sequencing identified 211differentially expressed miRNAs and 866 differentially
expressed circRNAs.ceRNA network analysis suggests that the miR—665/miR-296 axis may regulate
CREB3L1 and RXFP1,thereby promoting vascular smooth muscle cell proliferation,inflammation,and
fibrosis,and contributing to AVF failure.This regulatory axis may serve as a potential biomarker and
therapeutic target for AVF stenosis.
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