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Network Pharmacology Unveils a Novel Perspective on the Multi-Target Synergistic
Mechanism of Soothing Ingredients in Regulating Skin Sensitivity

Zhang Gao-tao', Di Tai-ju', Wei Zheng', Du Yi-jie', Dong Yin-mao®"

(1.Beijing Dongfang Miaosen Biotechnology Co., Ltd., Beijing, 100048;

2.Beijing Technology and Business University, Beijing Key Laboratory of Plant Resources Research and Development, Beijing 100048)

Abstract :

The multi-target synergistic effect of soothing ingredients constitutes their core advantage in regulating skin

sensitivity. Network pharmacology, as an interdisciplinary technology integrating bioinformatics and systems

biology, provides a novel perspective for investigating the mechanisms of soothing ingredients. The article

systematically elaborates the technical framework and core analytical methods of network pharmacology, discusses

the current technological bottlenecks and corresponding solutions in research, and provides important theoretical

support and technical references for the precise formulation design and mechanism optimization of soothing

skincare products.
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