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Abstract : Objective: To investigate the impact of the MTHFR gene C677T mutation site on the risk of stroke.
Methods: A case-control design was adopted to collect blood samples from healthy individuals and
stroke patients in Chenzhou region, using agarose gel electrophoresis and gene sequencing techniques
for detection and analysis. Results: The frequencies of the CC, CT, and TT genotypes in the stroke
group were 67%, 28%, and 5%, respectively, with a T allele frequency of 19%. The CT genotype
frequency (28%) was higher in the stroke group than in the control group (8%), while the CC genotype
frequency (67%) was lower in the stroke group than in the control group (92%). Conclusion: The T
allele frequency of the MTHFR C677T mutation in stroke patients in Chenzhou is 19%, the CT genotype
have a higher risk of stroke.
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IR MG R 100 p 14560 EDT A k45 o 00 AR ZE 1.5ml B9
DE, AT (200w ]) T4NBZLRIE, FTASENRS)E
12000rpm &0 Imin, W2 E3E, AT AT 500 w L 20
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PUiE, 65°C7KIAbmin, 4°C, 12000rpm &0 5min, WEUT 2K
IREER 22T B 04, BT VOIE M R O I 0.7 AR
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MZE CT R AR (28%) mi T A M4E (8%) , OR{E N 4.71
(95%CL:0.95 — 23.4) , XHEAL CCHEEPIRISER (92% ) mTHINE:
L (67%) , ORMENG (95%CL1.2 — 30.1) , 2255tz
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/ANTF5), >R Fisher iiffif& 36, P1H770.5605>0.06, 274
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SEOERAE A 22 OGRS (P> 0.05) , W2,
#1 MTHFR C677T HEFR GAEER A0 /4 (%)

il AL S HE AR
25 )
ol cc ct | TT c T
WAL | 26 | 2492 28) 0(0) 50(96) 2(4)
E‘ RA
E;EEP 39 | 2667 | 1128) | 205 63@81) | 1519
X2 1.549 4.103 - 6.5
p 0213 | 0.043 - 0.011
#2 MTHFR C677T FRIBUAEA R B s 2 rhs A
BIGMTHREE /451 (%)
E=N75hi] B e S
A | B
cc CT TT C T
) 25 17(38) | 6(24) 28) 40(80) 10(20)
14 964) | 5(36) 0(0) 23(82) 5(18)
X 0.056 | 0.608 | 1.181 0.53
p 0.813 | 0435 | 0277 0.818
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