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Abstract : Breast cancer is a common malignant tumor in women. Long non-coding RNA (IncRNA) has
significant application value in the clinical diagnosis, treatment decision-making, and prognostic
evaluation of breast cancer. As an important member of the IncRNA family, the long intergenic non-
coding RNA-regulator of reprograming (Linc—ROR) also plays a crucial role in breast cancer. Linc—
ROR is highly expressed in breast cancer and promotes the proliferation, migration, invasion, and
drug resistance of breast cancer cells. The expression level of Linc-ROR is significantly correlated
with the prognosis of breast cancer patients. These findings suggest that Linc-ROR may serve as
a novel molecular biomarker and therapeutic target for breast cancer, providing new directions with
translational medicine value for clinical intervention strategies in breast cancer.
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